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1) #14 M) : A bioluminescent and homogeneous assay for monitoring GPCR-mediated

cAMP modulation and adenylate cyclase activity
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2) 74 B : Adapting Lumit p-ERK assay to high-throughput screening using Novartis
Chemogenetic LMW library
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Lumit p-ERK1 (Thr202) immunoassay cellular system (#CS3397A03)

Lumit immunoassay 4F:&R—> : https://www.promega.jp/products/immunoassay-elisa/lumit-
immunoassays/

W3 EEH
Profiling oncogenic KRAS mutant drugs with a cell-based Lumit p-ERK immunoassay
SLAS Discov. 2022 Jun;27(4):249-257
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3) #4 M : Advancing Therapeutic Strategies for Obesity: Innovative Bioluminescence
Assays for Monitoring GPCR Dynamics
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4) 54 M : Automation-Enabled Target Engagement Selectivity Screening of Small
Molecule Kinase Inhibitors
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w3l : TGF-B receptor-specific NanoBRET Target Engagement in living cells for high-
throughput kinase inhibitor screens SLAS Discov. 2024 Dec;29(8):100196.
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5) %4 b : Development of an automated workflow for purification of exosomes and

exosomal RNA
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6) 44 M : HiBIiT Protein Tagging System to Study Protein Interactions at Endogenous

Levels
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